B9

O

KLU i i 3k Myriad R B L 020

BE (INMF - SA4THALLTR)

£

REEF R

SR 25 A F -
#=8 fi— EBX #z, o

i Myriad B4R LV ZDORE

FA7HA I ARERFE 2H=

2, BF &5 #WME ER

20134 6 A, AEEPRS

YR =ZR(TT, S,
9% DNA,

L=}
H=

DT DHELDIC, BEHHIRD

C )
HAHFAIE Myriad #RICBWNT RRERFFAS 101 RORFHREESEEICD
WC, BRFRICHFET S DNA MR FRAY THOC, BRELIcE
mUlce CORSHFIRICKDRAICETET © DNA [COVTIETKETORFIEN# UL Eolc. D&
WEL B, RAICEEL DD DNA [CDWTIE, ZE A DNA ©© DNA BEYIEED
REIIRMATEED N ANE R Z i U TcE
HDEEZASND. Tl 25 FE/\AF - 7/]’7*3”(1/1%51:
&OH%T#LJILFO)F’aeE]Luﬁ_"[LDb\—CjE)ﬁJVfﬁ LTce

WO RRIFClHREER I ZBIZEN] &3

. XI& DNA %*lJﬁH UTET A THENEZ B D A ED
= Cl&, Myriad EHHRONEZ

Bx

1. EUC®IC

2. Myriad BfRES&HHFOER

) DTEMFOEREF—F— 21 FEE

) DPADBEFEHRICOVT

) BRCABEEFICDWVT

) HBOC DEFMEERICDWNT

3. Myriad EFREHFROAR

) Myriad B REHHROBE

EERNE

THREICH T3 HB

= D ¥

) Myriad B &E RO

4. Myriad ERERFIROHIZICET 3 AIPLA
— b

5. Myriad B RESEFIR% OB ERA
(1) Myriad B RS HIRE (CFE S © 7 Myriad 11B3&

it

(2) Ariosa Diagnostics, v. Sequenom i &k $ iR

6. HBbHWIZ

(
(
(
(4

(1
(2)
(3)
(4)
(5

FELTT

>

1. 1BL®IC

KENZBWTIE, 2012 4 3 H ® Prometheus F-#
Fi e e Ik X, 2013 4F 6 12 Myriad ZH{:3E
I E RO 2 S tz, DNA IZ2WTlE, 2R
FC [HEEI Nz L) LE E2 AN UK ESRERF
B9 101 S OFFaF RS 2 724 & HIr S o Tw
7ehs, AEORPTIE [HRFUTHFAES %5 DNA Wik
SRR TH > T, HBEEL2E W) 720 TIIREER
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Hrdiwn] L) HEIIVR I N7, ZoHdk
w3z, SRIERETIZ KRR DNA IZoW Tk %
PRCTERLL A LEZONSL, 2N, HARRIHE
3% DNA ThHo TOHESNTHAMZATS D
DTHIINFFORNG L 2D 9 5 HARRWMN & 135 %
L/NTH Y, DNA % H7-HFFE B & 47 W de e
OHG % BIgT /54 FFEEICE 5T, KRETOHEF]
FUFIZOWT, 3R aBEEZbNL, £ 2T,
A% - -74 TH ATV AFRBEE 24 TIE, Myriad
TR E I YL L 20T 5 K O FHA-H PLtk o B
BN owf#ﬁbto

N

2. Myriad BFRSRHIROET =

(1) DPFEHEOERBEA—F— X1 FEHE
STAEYFOMEEIZL Y 21 #HREEHOE M A
A O T EIIZ, b N OBEEROIFITEHI S
Mo TE, b MEMETFHRICREADIZLEAL
ETOAEMERIEEN, S OITHEETICX A
e EREIC L o722 L0, NHBERFOREIS
SROEWE 7263 —HT, ANYEHELZ D EOH
VAR T hN R G W W S

v 7 AETENIC X A DNA BEH ofEse el 42 AT
%&6~ﬁ%@ﬂ(9@)@%ﬁlmAv47u7v

, RIRAL Y — 7 = =7 2N X B KE OB
ﬁ@ﬂ FHANOBFEIZ XD, A LA OBZEEHRO
MEZ RPN T A Z LML hoTze TDED
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GEMOERIZL ST, MAZE, HHVIE, A
L OMIETE R, TRICX o TREED X )
IHREL, E0X) RIBHEEPAMNTHY, TDOHRD
TR, HREOHWMATEX L RESRBSNS X
Ik olze ZLT, BHNIEHE L LIHADE
P & SE 3 A E B AL PR (personalized medi-
cine) & W IHMEEIAF Nz,

BARMICIE D 2 GBS ETDOBEIHITH L 0E
D, BIVIEEHERRAERHICOWTHED S Z L
TEDHREEEHCLONRIEL VW, EOREOHRS
AT e WHEETI OMER DS HE L 7 %o

INFCHRBIIEEETLE LT, TORKNEZHESR
T2 MR CTHBIER TN T VG275 2
ENRTERER-THEY, BHEMOFHFIZORD L)
TPV EINTE /2, L L, BFEIITEEDIRE
R, BEREOFIMEIEZICL-oTREY, HDHEH
WA ZRIGHE, MR TETHoTH, LT LM
DEHIZESTENLDRANTH L EIERSZ v, L
PLARAESL, INHIZOVTH O LOTRLTFTEIZ
BEAE LD o7z A NTEE R IGHSE, HHE
EHONLOMB L DTE LMPMLEREOEEMIE
K&y,

(2) PAOEEGFIERICOWVT

B ONBEANOBIEFTEROTIIE, PAICETS
BETHHROEIN, TNOBDVACET 5EET2
WHCHEHTHDZ LhREN, FEBIIVAICHET %iE
R ZENE B CEIRBIG THY O TW b, FRICHE
DEVHRADFRRERTSMICOVTIE, PASRERIE
B L CTHERITH B Bz, MEEESFHIER > 1
VA ZEROFRRTIIFIERZH & LT, OB
WAPEICIHEH SN T Wb, —F, A ZEBEICRIE
T51) - 7T RAJEBHORRICIBVTDH, #HIET
ZW e L THEBERSHVWORL TS, 512, ik
PERGIRIERE T, 9T, WBLBK 2479 il Z o
R DBWAHEE 5 T b,

KENZ B TR EARPE IR EYE K 25 A TIE 921
100 AR, ZORKE SNLBEENWERGT D LA
b, EEMEREA DR 90%, EKEADK
5% NZDORKNELRLLEEZOLNTWES, ZOHEET
BRIITEDNA, BOVA, WHESA, NESA, HZE
Bh, BBOVPADHIEELHETLEALN, TDE
fRFRAIEWIFRER I L ALNLD, 2O X
ISR TN, EESHICE O L, &
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DEILTDEREZRRL Z & D X o> THPMLEE~D
ISR S, F72, BEEMOMEDO LTHEER
THERET 2D LWFFI N TV S,

(3) BRCAEIGFICOWNT

HDBARIEDSA Z TN A7 TRIET 5 #E(mENE
Bl L C, EaMEA2A I E DA REER
(Hereditary Breast and Ovarian Cancer Syndrome,
HBOC) 28M15 M %, Z4id BRCAL #IaF % 7213
BRCA2 #fn+ D AR R TOERIZE 5T, 3
BARIIENAZENY A7 THRIET %@ aMEES; ©
»H5o

BRCA1 #{x¥F1F, 1994 4F1C Miki 512 & o THE
PERLNE E IR RO RN ER & L THBES L, 17
RefafkERi L (17¢21) HFEL, 24 0ZF Y U h5
RS ek 10 HEEO#ERTTHh 5. BRCAL
TRGHEYORSIZ 7800 A TH ), ME, Kk T
B, B, IIETLRHAPEO SN L, BRCAL ¥ ~
2327 %1% BARD1 (BRCAl-associated RING domain
) &Xighss v /87 HERING 74 ¥ #—FxA4
Y THiAEL, RING Z®EMOIEFF ) H—E%R
2 W L, DNA — & $4 ) fr (DNA double-strand
break : DSB) I L, 2¥FF ) - L LT
T 5LEZON5,

HAKEYIZ 1 BRCA2/RADS] AR ZEIHT A2 &
W2 & o CTHIFEALE 2 (homologous recombination :
HR) 2k 2BHE%217) EEXLNTWS, F72, #ilg
FWIF = v 7 RA 2, TR = AEIE, du AR
BHE 2 EICE5 T ERZ 6N TV,

BRCA1 #1n T DZEFIIILAAFIE DK 5% D JF K
WKhoTwbt bbb, AVAZHERALZTIHE,
BRCAL T DD 5% D EHETHRIBSI NS,
FRICHEEMID A, B L OUNEDA DT W THRIE
FTHRRD80% TIDOERNRDONL, 7z, JIHE
#5, FIEMFIESF R TIE 80% T BRCAL s TIIE R
ZRD 5o

—7J7, BRCAZ2 JB{ZF13 Wooster 512 & 1 1995 4
(CHBE S 720 13 FHea R 13q12-13 IZfiiE L 27
BoOLFY oS ENL, ZOWGEYORSIE
# 11000 A TH Y, K, M, MW TR
D 5NB, BRCA2 7 ¥ /8 7 BIINESNH & > 787 B
ELTHRET A LR SINDED, TOREBIIAHTH
%o BNEBATY 77V (NES) BXOHMEBITY 7
Fv (CLS) ZA L, HFEMHER 2 BEEERO DO
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THEELRSTTH5H RADSL EMEAEMAEDH S LS
%o DNA BHEUANT S M52, ko BRI
B3 pLEzbNTw5,

BRCA1 i# 1% ¥ Jz UF BRCAZ2 i fz ¥ 1% Utah K27,
Pennsylvania KFZD 7NV —712 X o TENENEIR
Forua—=VZ7ENTWEDY ZOoOVWTRIZH
Myriad Genetics #t: (Myriad ) @7V — 725 <
HLTws, 2L T, Myriad #hid—# O #BE RIS
BWTINSOBETOERLIAFORIE L ORE
B, JERFILEZ AT T b,

(4) HBOC OEZMEEEICDOWLT

BRCAL #fz ¥, BRCA2 B{ZFWINhDEREH
Z D 80% 2% 70 % £ TITF M & FAE L,
BRCA1 #fx T X1k BRCA2 £ # @ (a7 HMOE R T
&, ENZENA40%, 20%75 70 7% F TIZINHNE % FSAE
T2 L) ENTRE RS D 5o BACA Efn T ORI,
A AFEDORIE L ROV EETERTH L Lh
5, BIZTMEIEHTHLLEEZEZOND,

HBOC OHPMLERETIE, VAZDEWEEZ LR
% B#E - MiEH O BRCAL/2 BIZTRAEIZOWT O
WAt % 3525, MARICY R 7 FHIiEEIC DO W T O
B, Aot ¥ RITWEE ORI E 2 78I A
MPITbhb, BEHT v ¥ 7%, FEEROBEF
BEAZDoWT, ZOERENEE, LSRR &
MEPL LD, SHIHMEMHELY b L ICEHRER
ENFHEDNEEDO T O A% H D,

Myriad #113 BRCA1, BRCA2 #&fz¥FEHI, K UZ

DY,

NS OERBI & 2300, IESE IR 2 TR

2OV T OMA T EORERF 2 IS L7z Z L Tifh~
DFFFFOERIIRD T, BIRTFHRAEAFEL MG TR L
720 MR £ IXHA TdH > 720 Myriad 4113 BRCAL
#M1E¥, BRCA2 EfzFOXIEEY] 2 Hc, MIEF D
FCHNCB 20550 % D LI RZIE Y A A %8
B LT &7z T H I WM o BEICH S 2 &8
TERWVWEW)FEIE L2, 2o ehkERits
MRS 20, FICIECKRE BB AR (ACLU)
I2& - T, BRCAL 3 & 0" BRCA2 #&fn T D4FFFIERD
DR ZH= 2 — 3 — 7 MR ORI FN LR S
N5 L) FEICES T,

ACLU @ F5El%, Myriad #t055FEDH 5, WH 2
L — 2 OXREPFDNL T E D720, BHARH R )
i D MERREO R L 2, Rl LR, M
WCEBBAZRMETIE0) Tldhk L, FHEEHLER
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BWFOLNDBEV)IEDTH S,

— /T, L= VBT THJICHEME Sz 7 ax
7 ¥ MR T, cDNA OMEFHEPAIE, @i Ew
DOMEFIFPAIZ D KXo X512, O 07
F I AERAERTH B 5 37 G OMEAEHIZHE
T, 23R ADOIIEREFEOERICE TR
PRz, BIEHEDA v v T 4 THEERET 5D
MRELAE UL L LR D,

PLbo X9 g0 45%
55,

EAN

MOBRERoTEER

3. Myriad BEfRESHIIROAR
(1) Myriad EFmE&¥IR (20136 A 13 H)
DOBE

A AL, Myriad #t 5 238 & 3 5 BRCA1 K O
BRCA2 b M#IZF IR 2 HFaFHEICx LC, Radkk
I & o TIRE SN2 EHERFLRO LEEICBW
T, REDEFR A S EH A, KREFEFFEE 101 0%
PR RIS D WT, HARFICAEIET S DNA Bk
IR TH - T, HEEL7 L) 223 Tl
P& S 7205, cDNA XHARRIHETSHDOTIE
VWO THREFEEEEZ AT S, LHBL725DTH S,
AW, chFTRL, HARIZBWTDNA 4
TRHEESNZETHFEL VDT, RROBEET &
FUEMZAETAHLDTHo THHEER I N
DNA [ ZHF iR sk % A3 % & LCT&7 USPTO
DEBEBETHITH Y, REEKMEZ R &L
TIOVHmLLHKLTWAS E W) HIZBWT,
Prometheus K E & @ F AP gL & F ChmdE %z R
bz b,

(2) BEXEAR

(1) WAERTRORER RFIR T L — A
ARFENE, BIEICEEO LB Y, Myriad #2534t
NORFFFOFEN % RO T HEIn FIRAFEEEZ MY T 5 ¥
VAARY Y —% b ollzd, W, EEEED
BRCA1/BRCAZ2 |2 B3 2 WA 78 R AKX T 158 g A%
fFHEEZ T AEEMENI2Z L (Myriad £,
FRBIZELEZITo720, FFRzfbieL7z2) LTl
LR AR L T o) FERBEEE LT, 4 FmBs
KHEOIEFEAREMASHHEE (EHAN) 4D,
Zh % ACLU 23CHL L €, USPTO, Myriad 415 %
Bt (W EEN) £ LT, Myriad 263 2L TF D 7 1
Nk

DYFFFHET O 15 D KIFNZ D T O MR HfE FE R
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2009 45 H 12 H= 2 — 3 — 7 85 #b X 55 b 5 o H
WCIRELZ2DTH S,

KRR ES 5,747,282 5 (282 H§i#F]) DFERI1, 2,
5 6, 7RU°20 (LTI L—2AWNEEZRT.)

Claim 1 :

An isolated DNA coding for a BRCA1 polypeptide,
said polypeptide having the amino acid sequence set
forth in SEQ ID NO:2.

Claim 2 :

The isolated DNA of claim 1, wherein said DNA has
the nucleotide sequence set forth in SEQ ID NO:1.
Claim 5 :

An isolated DNA having at least 15 nucleotides of
the DNA of claim 1.

Claim 6 :

An isolated DNA having at least 15 nucleotides of
the DNA of claim 2.

Claim 7 :

An isolated DNA selected from the group consisting of:

(a) a DNA having the nucleotide sequence set forth
in SEQ ID NO:1 having T at nucleotide position
4056;

(b) a DNA having the nucleotide sequence set forth
in SEQ ID NO:1 having an extra C at nucleotide
position 5385;

(c) a DNA having the nucleotide sequence set forth
in SEQID NO:1 having G at nucleotide position 5443;
and

(d) a DNA having the nucleotide sequence set forth
in SEQ ID NO:1 having 11 base pairs at nucleotide
positions 189-199 deleted.

Claim 20 :

A method for screening potential cancer therapeu-
tics which comprises: growing a transformed eu-
karyotic host cell containing an altered BRCA1 gene
causing cancer in the presence of a compound
suspected of being a cancer therapeutic, growing
said transformed eukaryotic host cell in the absence
of said compound, determining the rate of growth of
said host cell in the presence of said compound and
the rate of growth of said host cell in the absence of

said compound and comparing the growth rate of
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said host cells, wherein a slower rate of growth of
said host cell in the presence of said compound is

indicative of a cancer therapeutic.

KEFFFFES 5837492 & ([492 %¥iF)) OaE=KIE1, 6, 7
Claim 1 :
An isolated DNA molecule coding for a BRCA2

polypeptide, said DNA molecule comprising a nu-

cleic acid sequence encoding the amino acid se-
quence set forth in SEQ ID NO:2.

Claim 6 :

An isolated DNA molecule coding for a mutated
form of the BRCAZ polypeptide set forth in SEQ ID
NO: 2, wherein said mutated form of the BRCAZ2
polypeptide is associated with susceptibility to
cancer.

Claim 7 :

The isolated DNA molecule of claim 6, wherein the
DNA molecule comprises a mutated nucleotide
sequence set forth in SEQ ID NO:1.
KEFFRF 5693473 %5 ([473 #7F 1) DasRH 1
Claim 1 :

An isolated DNA comprising an altered BRCA1
DNA having at least one of the alterations set forth
in Tables 12A, 14, 18 or 19 with the proviso that the

alteration is not a deletion of four nucleotides

corresponding to base numbers 4184-4187 in SEQ
ID NO:1.

KEFRFSS 5,709,999 5 (1999 H#5F)) DanoKI 1
Claim 1 :

A method for detecting a germline alteration in a

BRCA1 gene, said alteration selected from a group
consisting of the alterations set forth in Tables 12A,
14, 18, or 19 in a human which comprises analyzing
a sequence of a BRCA1 gene or BRCA1 RNA from
a human sample or analyzing a sequence of BRCAl
¢cDNA made from mRNA from said human sample
with the proviso that said germline alteration is not
a deletion of 4 nucleotides corresponding to base
numbers 4184-4187 of SEQ ID NO:1.
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KENFFFES 5,710,001 7 ([001 453%)) OERIE 1
Claim 1 :

A method for screening a tumor sample from a

human subject for a somatic alteration in a BRCA1
gene in said tumor which comprises gene comparing
a first sequence selected form the group consisting
of a BRCA1 gene from said tumor sample, BRCAI
RNA from said tumor sample and BRCA1l c¢cDNA
made from mRNA from said tumor sample with a
second sequence selected from the group consisting
of BRCA1 gene from a nontumor sample of said
subject, BRCA1 RNA from said nontumor sample
and BRCA1l c¢cDNA made from mRNA from said
nontumor sample,
sequence of the BRCA1 gene, BRCA1 RNA or
BRCA1 c¢cDNA from said tumor sample from the
sequence of the BRCA1 gene, BRCA1 RNA or

BRCA1 ¢DNA from said nontumor sample indicates

wherein a difference in the

a somatic alteration in the BRCA1l gene in said
tumor sample.

KEFFRFES 5753441 5 ([441 F#3F 1) OaERHE 1
Claim 1 :

A method for screening germline of a human

subject for an alteration of a BRCA1l gene which

comprises comparing germline sequence of a
BRCA1 gene or BRCA1 RNA from a tissue sample
from said subject or a sequence of BRCA1l ¢cDNA
made from mRNA from said sample with germline
sequences of wild-type BRCAIl gene, wild-type
BRCAI1 RNA or wild-type BRCAI ¢cDNA, wherein a
difference in the sequence of the BRCAI gene,
BRCA1 RNA or BRCA1 ¢cDNA of the subject from
wild-type indicates an alteration in the BRCA1 gene

in said subject.

KEFFRFEE 6,033,857 5 ([857 HFif)) o=k 1, 2
Claim 1 :
A method for identifying a mutant BRCAZ2 nucleo-

tide sequence in a suspected mutant BRCAZ2 allele
which comprises comparing the nucleotide sequence
of the suspected mutant BRCAZ allele with the

wild-type BRCAZ2 nucleotide sequence, wherein a
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difference between the suspected mutant and the
wild-type sequences identifies a mutant BRCAZ
nucleotide sequence.

Claim 2 :

A method for diagnosing a predisposition for breast
cancer in a human subject which comprises compar-
ing the germline sequence of the BRCAZ gene or
the sequence of its mRNA in a tissue sample from
said subject with the germline sequence of the
wild-type BRCA2 gene or the sequence of its
mRNA, wherein an alteration in the germline
sequence of the BRCAZ gene or the sequence of its
mRNA of the subject indicates a predisposition to

said cancer.

LRGN G L 257215 D
D 3OQFIRNIHFEIND,
(D BRCAI #fz¥ % 7212 BRCA2 #EIE I %

Bt <7 DNA E WM 7 L — 2 (282 §aF

DFERIE L, 2, 5, 6, 7o 492 JEF0FERIE 1, 6, 7o

473 HERF ORI L D 9 1)

(@ BRCAI #fz¥ %7213 BRCA2 EIE T DER DL
HEBRETHZMHED 7 L — 2 (999 B otk
T 1o 001 $F#F ORI 1o 441 $FFF o 5K H 1,
857 KFiF DFERE 1, 2D 51F)

ZE 5L 72 BRCAL {51 % & &I R dn il g oo 3
B A FHI LTI 5 2 21T & ) IRl
EWr A7) —= v 7T Ak L—2a (282§
DFERIE 20 O 1 14F)

(i) BB BUT 5 ER I ORI O
20104E3 H 29 H, =2—3— 7 B KE %
WA, RO XY, R s o7z RO
FERDOFTRTOFRIEAKEGFIFE 101 SO RE B
MrESTEDTHD L L7

ZFOPERFICBWT CAFCIZ, 201147 A 29 H
2, ERR@OBWHED 7 L — 2200 TII RN 7%
R 70t ADORTH > THREFRTIE W EHIR
L7225, ERtOK OGO RIEN D W TISF I 8
BEAED & LTH—ROHIEBE L (55 1 1k CAFC
P o

Z % Prometheus FF i & 0B H (2012 4¢
3 H 26 H) \ZHEI &S, Prometheus Fi i
SRR AEZBLEELE T O mEARELE L, F4E

iR, KECUT

®
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8 H 16 HIZ#A R 2B W T CAFC &, Prometheus
FRERAPRICER LoD, 4 1Kk CAFC ik
I —NEZHR L2 DTHS (5 2Kk CAFC
@) T, DNA 2 i3 2, 34bb, g
OBIETXIE X 7 LUt F FESI % etafkn & 5§ %
L) AT B AN 45% DNA % HE L 7248 A HRar
G REFEHIAES 2 0L DS & T o 72,

AROER R RN geE, BN U o Lk
Mo L, MEWs L—AI3T 5 M EET%
OBRHENST20 ) Bl v BIEICERY, HOHE
FFRERRD, W ER L7z, L7z T EHPTC
BV, HBOMEG L %> 7201 EELOD 9 oM
WL —LDRTH5b,

(3) THREICH T 2HIM

(i) SHFSH 5 B A e

Za— 33— 7 EMXE B, [ RAY
(products of nature) ] 23FiF& L TRO LNV
1% Chakrabarty $FFf B H o 210 L3 2%
B XD+ LT 5, 58S, RBRW L

[ L < 27 5058 (markedly different characteris-

tics)] AT AL LTRESINLLZDICIE, FLw,

T3 AOIR, B, # L IEFEME (a new or dis-

tinctive form, quality, or property) Z A9 5 Z & 2%

RKOLNLZ EERFHIZ, HEES N7 DNA vl

B2 L—2 (D) 122\, Myriad #5257 L — 24

F % Hilk DNA % 08 cDNA SRR & ik L TFH L

CRBDEMERLTORWEHIBI L Twb,
ZOHMET L LA,

- DNA & [1E#HoOEEIA (physical embodiment of in-
formation) ] TH 2 L W) MEADOFEHEAZHFL TH
N, HADIKED BRCAI/2DNA 27 L —A43h
72 H.iE BRCA1/2 DNA BICAE3 % 438 19 [ OB g
ALE T OV NG, 7 L —2A S/ DNA 12
(BRG] 25225b0TEHn2 L,

*DNA DX 7 L4 F FEFNIZHAROIREIZB T 5 4E
P B RE K OV HLEE DNA Ofii 2 % A FIYE O W )5 12k
LT, EMLEIEMNELZHTHHDTH->T, DNA

DHRZIER CHEEEICB W T I OREN R

AR ENTVWEIEND, RENFRTH D2

L— 2R CELRWRRIITH 5 &\ ) #imudsiE

ghahszl,

RERNETHLIHMEI 7 V-2 ICEHE TN
BRCA1/2 #fnT® ¢cDNA 77 Fi&, & v "7 B %

> >
0 — <
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I—-FIT2TFY VDA EELLOTH- T,

HARFIAFT 45 DNAICRONL A v bu v g%

GEHVEVIFEIZ TNS5D DNA & ZFhIC

SIS % HARFUCAHFAET 5 DNA Loz [#F L L

RbW] 252530TE RV, ZL—08h

7z ¢cDNA ® 2 — F#EIEESE B RO IRED DNA

OFIET HEHE KT LOALLT, ThHD

I— FHEES O ([ tarizREv)) F¥E

OREIE, HRHUZLTHDLRNARTIA TV IH

L7725 LR TH 5,

EWVI)ZHTH b,

B, HEIHGTEAINE, @QOBWHEDZ L—24
ZoWT [0 5] 7203 TS 2] Ew)dh
LM 7o 228 X3, MOT (machine or
transformation test) Z 75723 d D TIE 2w, T2, ©®
DAY ) ==V T JEY L— 22O TIZERN 2 F
FREIICH L CHEMZ ERLTW250THD E L
T, TOREREBEEZ TEL TWb,

(ii) %52 CAFC H#

55 2 Ik CAFC HlPtiL, @@k s L— Al
DWTIE, IR B T ARG 2 R~ e
t 2 THAE LT, Prometheus S5 & BCH LI HE
WZEOREREREE R EL, —T), @DA ) —=~
)i L— A2 2oWTIE, Prometheus S35 5 %%
HPICHES LTy, %%y L—2aid, BEiERME L
INHT 2UFED AT v TR G AR HREN 2 @3
ZULFEOZEEZ LTSI L, F7-, BEORETIC
£ o TR S N2 BRSO wTB ) 5
RTOFEIRRSDTHNT L5, RERELEE
ATHHOLHWL T 5,

Y 7 L—2ATHLHOIZOoWTIX, Hame LT
HigE DNA J20F cDNA W NIZD W T H Z O
WEZEELZD, 3AOKHEDERIEEER
FEER, FOdERE X 412500, Bk DNA 3%
ERAREE A TS L) a2 1 TEIANT W5,
FEEEROER% D TFICHAT 5,

HEE DNA 701 % & TR 122 v T o i,
Chakrabarty F i & # ¥t & Funk Brothers F{4:
REFH RO OPAAIC L B ABDOMAAIZ L - TH
B ASERY & LT [F LR %% (markedly
different) | £ 721% [56 @ (distinctive) | 5 % fii 2.
eMmEVI BIZOWT, RO HEE DNA X, Ftud
LALEBE R OMAMEZ AL, REROLDLEFHL LR
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BD5, WREEBEODLNETH S,

il DNA 12, HZRREO Gk DNA OB 05
5EANEOIAC L > THEAERFHELHR ST 00K
THLTHRLMN, HKIKED DNA &L TR
HAHLFERMBENLE 5 2 5N b D TH Do RIS
2B % HiEEDNA X, BB EIhTwa2ZIFTldsh
$, ALEMICEES TV T, RRWEZE LR
D, [%ar, Y4 & " H & (name, character, and
use) | IZBWTHETZ2HDTH 5,

F72, cDNA IZHARIH T 5 4t fk DNA I2A D
NBHIFET—FFKTHL A~ bo 2R HIZBWT
IVHHEOKEMERETLLDTH - T, Frirthi#E)s
BOLNG,

(4) BEROHIE

(1) H5am

PLEAZHR LT, Myriad S0 5 & 30 D o # 5 14,
FRoEBY, HRIUHAET 5 DNA B iZ KR
(a product of nature) TH-» T, HEEL 72 & w9 7207
TR HEREYEE S 722w, )7 cDNA IZEKRFIC
FUAET2HDOTRL VO TREHERIELHT L L)
LOTH5b,

AR Pk, Bl DNA OLRFEEKE, cDNA
DIRGEBEHENEIZOWT, B2, UToEBYHRLT
Wb

(i) H.EE DNA OFfE w5

Myriad #: 5 i BRCA1 & OF BRCA2 #{n112 32—
FENLBIZEREEST2DDTLEZLDOTH R
Vo Myriad 41 & O FE 2 BRI, Fefik 17 L OV 13
(23 % BRCAL K U° BRCA2 #1n1- 0 IEHE 2 78 & 1
RN 2SI L7228 2h b

Chakrabarty FfFmmE#EH L, ZhFETHONRT
WhhroHRBERTE AL, HRICZ VRS
(manufacture) F 72 (X #L ¥ (composition of mat-
ter) AYPREEEARVEAR AT 5 LWL C, @fnFHlAE
AN TV T ERIFFRTH L E Lz, BFNT T
TiE, 7T A3 FOMINE ZORRE S N lis b
&) THROD D EFH L < B 558 (markedly
different characteristics) # H3 5] & SN bHH L
bDTH oz TN LAEMAFIZB VT, Myriad £
DI ANEL T, EEP O ZHEMLETEZ R
DI 72 b DIEH, % OBIRT & JHFHOBIZWE D 55
BEd 2 2 &, BUATATIE RV,

FERIZE N EARTIRERERFESS 101 0%t %2 7
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72 & %2\, Myriad #113 BRCA1 J2 O° BRCA2 & fz 1
DfLiE % R L7225, 203 R AMIE, BRCA #EfxT
10150 [HiHz - - - W] & Lot
WHEET2H0TIEE V. $72, WKL Tl
5101 OB E LT DI TH5 TRV,

(iii) cDNA OPf# kg

cDNA Fe%lid mRNA 22 HER SN b 720, =%V
YOHRDGFTTHHT, RIRICHFETAHL5DOTIER
Vo cDNA T RRICHFTET S DNADZFY Y2 AL
TWaD, ZTNAHET S DNA LIZERLLH0TH
%o L7455 T, cDNA & [ K%M T3 <, 101 &
2D EUFI R A AT Do 272, KEEW
DNA #1Z, cDNA Z1EWT 5 BICkRE T RENEA
YRR RCEEDRH VG TOWEITIE, B
? cDNA I3 KKD DNA L XPITE R W L2k b,

(iv) Myriad B RO $1 12

AP PRI BN T, K, HiEZ V-4,
BRCAL % 0" BRCA2 #{nFICBT 2 AR ZH L <
M 24 T3 RROBIEFRNEREL -
DNA IZOoWTORE#ERKEZH S boTIER L, #@
B REND T — N B 1EWA 272 B OB E
POHEES N2 EDHRE D o TH 101 ORI
BT AT LI LI EE2HRT ADHA
ThbHELZOHELXHLNMIL TS,

(v) 18%7 L — 22T X

kb, AmEEHPHE, HEEDNA KU cDNA 79K
FEHFRFIEAE 101 O PRAERAR M 2 T3 & v ) Rl
DWTOHWZRLTWAEY, s DBF7 L —211
DV TOAFEIT D TITEARIIHIE LT v,

(5) Myriad E4RERFIROW%ET

(i) Prometheus Fli A P& OIFR

Myriad F-5& 5 #ECH Pe1Z, Prometheus SFffx E %k
WkEGIH LT, BHEROEMFZEDIEARN 22 — )b
ETRE KRN T THAOMEEZ LITTRE TR
Bz E, iy, RN RE RS R VWET S
W= RADH > TR TH % & DRz ik
T52HFTVHFEEFRIICLTE ROV L &R
fLTWb,

L72h3- T, ARHPE, REWDFEH» ORI D
72 - T Chakrabarty Fff @ E I TH S N728
izl LTWAHEEZONLHY, TOHTIEIDHDIC
BWT, Prometheus @B IAR L2 2K
ZEHELTVWAL0LERENS,
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(i) Myriad Ffm EH 0 E 5%

AHPL, INE TORFFEFIIBTRFICL S
BR#EDOWRTH B LEFEDLNTE X7z DNA
LS THEW ] 7 L — 2 OB IO WT, H)
WrOXf G & 7% - 72 DNA OALFWE & L CofiE X )
b, Fo [EEEHR] & LToREREWICEH L TRk
L72bDTH5b,

AROFRERDPER S N A%RH - M2 KL
Th, AP B W THEBRSEHTL, R3S hi
A R B BRER Al 2 BT »W b L9 ITRZT
SN, ¥ Y82 H, #EY, DNA DA oz 1B
B R E 7z DNA 1200 T O #E B EIZ D W
T, MCEIEHLTEDORENZE L Z RO TR
SR F% 4 3ORBERERFIE S 101 S0 260 < PR R%
PEATRDO LN B 0D BARM e HeHe % 5.2 5B DOTIE R\,

EBRELTOYMM 4 HWIE L ZATH S,

A2 2 ORERERFEDT (USPTO) 1 2014
3 HIZ THREN, BARBLZLTEARDIZOVWTD
NIFHREHIS 2 &0 7 L — 2 OREEBEZ e T
B720DHA YAV #EELTHY, BN TYH
WA G 2 AN T2 HAEIMTONT VB D, B4
AL 5T, L LAEREHICBIT HHELLHE L
TWbEWnz b, BEERHT, AHPuz, "M% - 54
TH A T A B ORINARD BEEBFICBITHKE
BIRELOBIGMN TH 72wz L I,

4. Myriad B RSRHROHEICET 3
AIPLA &7 > — b
KENZ B B EBERA Myriad FERmR 0 E &
DENCZTFIED TV D EMDIz0, HARFHELE
NA T« 54794 T AREED, KEMMMEHE
EWh4 (AIPLA) O34 FBHA KL T AIPLA
FIEDNA T HORELIIRHLT v — s %217-
72 T —ME20134E10 A2 5 12 AIER S h
MIAZERIE 324 THh - 720
FEROMEZUTIZE LD TR, 4B, 7TVyir—
M & S1E AIPLA %8170 BIOTECH BUZZ2014 41 H
BB I N T 5D,
*  Myriad F-0E 5 53 U0 §1FEH DNA DAt o K
RIZH BADPE VI WIS A REIZE LTI,
Yes & Maybe & &8 TH 90%.
i & LT, Myriad #% & 8CH Pt o B A L
(RRWHE9 %) IZDNA KRS 722 & Tk w
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EWVI) DL h o T,
* DNA DS ORBWE LT, KO5TILEW, Pk,
¥ U TE, WA, A ML voEhERIID
WCEmAZZKER, WD 101 FEHONSR L %D
)5 L) ENSEE EDT,

—HidL A (SNP) % EZH DNA TH-Th
ZNHSRIRIHFAE T SRR IR A M DS e v & ]
Brshanewn) BwIcR LTiE, #85%%% Yes

¥ 7213 Maybe & RIZ L 72,

% Myriad f% & ECH UL 101 SEHI3E 2 220 b

W) BIWIZHR L TiE, 66%25 No & [HI% L 72
*  Myriad & EHPL% O USPTO @ 101 12 B§
DEBE-EH LTV AL W) Mk LT,
78% 7% No & HIZ L7z,

101 4404 % f#4 3 % 72121 recombinant & W
) LE RN UE A & v ) Bwix LTI,
38% %A% Yes, 22%7% No, 41 % 3o & EE L7z,

101 454 % 3943 5 729121 Synthesized & W
I XERMIMTE 5 L v ez LT,
22%7% Yes, 50% %% No, 28% 23 nb e & L7z,
¥ DNAXRZZ—a A5 7 MI101 %0725
MOV TIE, 2E2 Yes 7 Maybe & mIZ L 72,
* @Gy N7 BT 101 AR TNICOWTIE,
4B 2% Yes 7 Maybe & 125 L 72,

101 &M% Z T w00, KRR 5%
EopFlE L TiE, LFoBIsZEToiz,

ALy otZs, WA, {bEW ok, TER
Bk, Potkow@ElL, ¥ > 87 G0 PEG 7
EOR, DNA @2 § v odgfl, M
%  Myriad F-fF o = B P12 101 S4046 % 21,

SR L7 & S ok o8, %72 101 Sedfiff %
ZUFTHRWDIRE LZED) ZOTHREBERIAHE O

BT EAETH 72,

*

*

*

*k

D Eo#ERA» 5, AIPLA fi#L 0B <Tld, Myriad
F RS R PO S 2D DNA DA O KR D Kk
WREMEASE WV &V ) BN 2 B RS W2 L9355 h o
720 101 Se¥bM % 5B 3 % 72 DI KRR L IXBIL 9
2 ONDNBILAENLETHDLLEDEZTH D
A%, USPTO #AEOHMAED —HLTBLT,
72, BB EBEINTVERVWDT, EDEILNE%
RS AU RER & XBIT X, 101 S bR E %
P2 G723 2D WTAHS, WIELREZ TR WZETw
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5. Myriad E4RERFIREOREERA
(1) Myriad EHESHHRBICHIB S N~
Myriad %1 BS:ESFEA

KR EH L, ZOHPIZ &L o T Myriad #2044
DOFE=HH BRCAI #{xTB £ ' BRCA2 #1n T 1B
TAHEMETZW 2 HHIAT) 2P TER L)% -5
Tl ZEBIZERT S DTIE RV, Ll EH
F P Je OV O TR BV TIE, Myriad 41 5 28
£ 9 % BRCAL #1138 L O BRCA2 #iz T 128§
5 BIR B AR B B  DFFFFD ) LD 7T O DI
FIZEEIND 15027 L =212 TOARDHKAE
N2 THo72hHTH b,

Kb B FH P E %, Ambry Genetics £ ) Y Gene
by Gene f:i& Myriad # & 1383712 BRCAL #E{x+ B
L U'BRCA2 #IZF I T 2 B2 FZ W — Y 2%
I L720 2SR LT Myriad #5113 201347 H 9
H, Ambry Genetics f: 2 UF Gene by Gene t:Zh &
MU B AFRTHERR SRR & 1 & Hr e b X LR % 12
$&it2 L7z (Gene by Gene fhix# 12 Myriad £t & & F
fi#)o G 512 XU Ambry Genetics 1 5 D47 2 1%
JHESAAT 5 10 ORFFICEHE TN AREF 2907 L —
LR BHFFF RN ERETLHDOTH L, ThHDY
L — 2413 BRCAL #fx T, BRCAZ2 #InT-ICHT %
RFZWZAT) 72O T 5% (DNA 774~ —
KO 7u—7) KOk (BRCAl #I2+B LT
BRCA2 EIZF IS 2 BIZ W) SHhDH27 L —
LTHHY, D%, Myriad #: 51, BRCA1 iz
T, BRCA2 #IZTICBT 2 BIZ T Wi — Y A %5
15 L 72 GeneDx #I:, Invitae L % OF Labcorp #L12x%F L
THRFHEREFRBZIBEL T b,

—J, BIEFZWYP— A2 ELTHLLEETDHD
Counsyl #1:1, 2013 429 A 20 H, H 5 »* BRCAI,
BRCA2 #InFICT 2 @I FZ Wt — ¥ X 2GS
5FHETH5HE LT, Myriad #:12xF L, BRCAL,
BRCA2 @1z FICB 3 5 @15 T2 Wik 124k 5 Myriad
15 DR O ERY OB E R T LR E A T 4L
= 7 A XGHEFR M BT ISR L e F 72, R T
ZWY—E 2D KT TH 5 Quest Diagnostics 1 3,
10 A 10 H, Myriad 5 O MR O % K
TR Z A1) 7 4 )V = 7 et X 5 BRI L H
L7z, T0%, BRTZHT—EYADRGEIRERL

-
-
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72 Quest Diagnostics fE:iZk} L, Myriad £t & (345777 He
ZEFREFGEL TV 5,

INS—HOFRIIBWTH L SN TV DI K
U7 L= 2R3 ZNENOFBRIZ L o TEHETORIEDDH
B, TN 5HHBRCAL B & U BRCA2 #Ix T Dl fx
THWEICHT 2L D7 L—2%2GLbDTH LM
FE L T 5,

Myriad #1: & 2% Ambry Genetics fLi2xF L T4 72
T2k A 4 % SR 6D % AL C &2 HT 3 % H Bk s
2014 4E 3 Hic & n7z @, WG, Myriad $05%
15 3CH P ) OF Prometheus S i i 2CH PRI S L
T, Myriad 45 ERT 2T XTOZ L —AIZDW
TENLA 101 EREFEEELZ AT 0B ITONT
DFEE N 5 (substantial questions) %z #1525 H
THZEICHEI LTS EHIRL 2 Myriad £ 5
&, I D & CAFC IR L TH Y S %0 H i
DVET NS,

(2) Ariosa Diagnostics v. Sequenom & 33 i #;
H R0

AEPTIE, BRENZ SO HES L— 2 OR#EE
MEAEDHIWT ST b, Myriad SRS B ON
BHEZER SN OB THY, HEr L —
2 DREEEBEC OV TR LW 2 /s L72Bl & LT
HFHSN 5,

Aria Diagnostics 1. (2012 4 3 H 2 Ariosa
Diagnostics, Inc. ~NEAZ W) 1 2011 4 12 H, HAE
DRI LZHAEFHBETFZHY—EATH S
[Harmony 7 A IJ 2% Sequenom ft A% Isis
Innovation Limited ft X D 5T 4 & ¥ A %2213 T
W R ERERF A 6,258,540 5 (540 H57F) 2 REFEL Tw
BWEOMEIRRE B ) 7 4 V= 7 N ACER ML X HFS
FITIRK L72o 2@ Harmony 7 A M, HEEDFK
RN X 2 B AR ORI & v o 7R RGBT (i
DfEWEZES ) LIXRR Y, Mmoo MR &
Mlala e DNA (cffDNA) Z#ih§ 22 & T, FFRE
IR O YR B 5 2 W WIER TR e R b O
THo72,

Aria #1112 X 53¢ 3k % %) T Sequenom i, 2012
E3H, MK L, Ariosa #E2SFSFFFAREL T
Wb ELTHFZERET S E L DHIZ, Sequenom FEiZ
LR EFETLO VML E ROLH L TEIT-72,

ZZT, MOFFFOREM RS L—LTH b
RIELIIUTOMEY TH 5,
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A method for detecting a paternally inherited
nucleic acid of fetal origin performed on a
maternal serum or plasma sample from a
pregnant female, which method comprises am-
plifying a paternally inherited nucleic acid from
the serum or plasma sample and detecting the
presence of a paternally inherited nucleic acid
of fetal origin in the sample.

(il oK T & 5 FER O ILE & 723 e > 7 v i

BT, JRIRHEROREBIEZLNE & Ml % /7T

BT, WIFLIME F 72 (ZMEEH >~ 70 5 5 SRR

B2 ME L, wiset v 7VicB T A BEHRO KL

RBIEBRDOFEAEZ RN T 5, i)

Myriad FF i@ B PeLLET (2012 457 H) 12,
WL, D40 FERFIAF R ORE AR 2 A L 2 VW
7 L—ALLTwW5ALET 5 Ariosa ftD TR % 8D 5
T, Sequenom fhIZ X A PIRG4S % KD 5 HIAL
TE2HTITL2HAMARLZZ. T %E 2T T,
Sequenom 1& CAFC ~23k L 72,

2013 4: 8 H, CAFC iZ, [#b#EIZ X 5 '540 F¥iF D
7 L—ARIIEER D 3B Y, F72, FHEIZ T
AL E R T ABORTFofEEL ko7& LT h
e mEL, ALRLZ, $72, MEELELI
720 CAFC I, FIHEICH L, '540 4 7F o 828,
Myriad F-fF i B DL IR & U CHREF IR S A% T %
AT25DTHLDOHMZRT I 2@m L. Th
7T ClRMBAFHER L 7-AE 5, Ariosa #1112 & 2 1%
PO, T2, Sequenom fhiZ Xk 5 FN %3]
TLZ2OBKHARTH %,

KO HFEHIZ BT Ariosa f1%, '540 4¥7F o 11
D7 L—uIZOo0nT, [XAREIED Cell-free fetal
DNA (LLF [cffDNAJ) | 1 H& S (natural phe-
nomenon) T&dH - T, 540 JFaFid 2 @ HARH G 1T
L, H.Z [well-understood, routine, conventional ac-
tivity in the field] ZfMT2 b DICHBE L V05,
FEFPRERE A AT 2 FEICETAHOTIE RV E
FikR L7z

Z 2T, cffDNA AfkR, BRI £ 721344
Y7 IWHITO cffDNA OFERIZOWTIE, HARBIRT
H 5 12 OFFFREERE R W EIZDWVWT, BHEH
2V e o7z, 2 LT, 540 FEEFIE, FER O
F 72 AE Y T B W TRRIBIEZD cffDNA %
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M2z 7L —ALTwDZEnb, i,
540 FFFICB VT L— A ERTW A HEICBWTS
OHRBRICHENENTWDL AT Y TA, 7L —L0%
BRI DET IO THED, L) dho
ThHoT

COF I LA EIE, Hikr L — A2HAREHI
RLHRKL, MR LTATTEHATWS I L&
HCHFRF R B Z A L 2w i3 brvne L
72 1T, Prometheus i mEH GO [HEFF IR E
Bk 2 A 2 7201 HARBLRFOR MDY 5P 2
~+ 7 b (inventive concept) | #fi 2 TWAHRXTH
5| EOHREMER Lo LT, Prometheus FHff
WEFHP L FMRIC, 7 L— A SNt
WEMEEZ AT 5120, HARBISLSE LI, [more
than “well-understood, routine, conventional activ-
ity” previously engaged in by those in the field] %
A THWBIENLETHS L LT,

FU72 X912, Ariosa #i3 '540 5¢iFo 11 o> &
L= 21220 T, [RRBIED cffDNA] &9 HIRH
AL, ‘540 $FiFIZ B [well-understood, routine,
conventional activity in the field] Zf3 % b DI
BMEZWEOTERZIT, [FHEIE, 540 KEFFO WM
BT LR, FBAREDB X O Sequenom #EIZ BT
5 HEME OIS 25, AL - M2 5 O DNA D1
& - BRI D 2 SN TRHEATH - 72 L
AL 72,

—77, Sequenom fL1%, cffDNA HAA4F#F4 i# i
BEEZAELeweE LT, ZORITREFFRE SR
EETHEFRLZ, L2LA2SRMERIE, &K
B THRHGE DO WD 7 HHH b Fear R 2 A
BRIz 3w EL, [HIZEkDAT v 7%
N % DA TIXBRBIGSE IR IREEEIE T 5 2
5T LiFTE R\ L9 5% Prometheus i =K gt
HRZFIH L, 540 B lc B A HE—o [FWa ~
7 b IR RE SRR A L2\ [cffDNA D%
B 125 L LT, Sequenom foFiE%BiF 7,

% 72, Sequenom fhiZ, [AFEHLIAENICIZFEDS, 4T
@M - Mg 2 5 CRERON I DNA 24 L &
I LELeholeDEn s, 540 FFiFIC X % cffDNA
OFIFEEZ AT 5] & S ER LA, bk,
AL FIRRICHRBIR TH 2 BFW TV T) X4 % F)
M L7277 0 58 B O K PR itk Y % 1322 L 72 Flook
Fl P2 & L, Sequenom 2 X B |
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FEFEIRAIE LW EAGET 5 &, kO Ei#KIZ Flook F
BREHRAFEOFERIIBNTH R LA L L, izl
BRI NT-ARBLEOFHPFTFICE TN LHE—D
A R=2 a3y THIHHEITE, 20X HHKES
HEOMMIZ L - Tr L— A0t Eg 263 5%
ZEIE RS RWwE LT, ®IiED Sequenom Lo FEE
#5872,

S HICHMEIL, P IREREIEOHIWTIZER L T%
BIREHIHE LT, 7 L—2a0HRHALEOLIY
(preempting) DfEMMEZE 72 5T b O2ELOME
WLETHDHE L7,

ZDMEIZE L, Sequenom #hiZ, cffDNA %4
B DL S N AN SOk 2 R I L, 540 FFEF D~
L — 473 cff DNA OMOFXTOFME 2 i) §5 2
LlZiE v ERL 2o — 7, Ariosa 13,
Sequenom FL: 2 H L 72 SCHKIZ cff DNA DAY 2 B
WAEDPRWMEINTVEELTH, IR
HEPCTN S FEHWYTREEMICEBTRELZDOTH
LHEDVIFI G ENTVWREWEER L2, ZIIHL
Sequenom #hi%, Z® X 9 AR 2 7P FERALTT
BB2bDTHIIRY, FRIICEBTRELZLDOTH
LLEIE R WE G L7z,

[, R W TR A RS RIS FE BT AR 22
bOTHRWALIE, HARBRIFEFEMNEGT5Z L1
HABRO TR TOMMPIZOWVTERDY 25805 2 &
2% % & LT, Sequenom tLdEikA BT 72, F 720
WL, 540 FEFFORATAI 2001 4E T HTH Y, T hn
5 12EDFER L TV BIZH b 53, cffDNA &
9 % 720 ORGEMNEBI e 2 AR L OREL %
FRTETWAWZ &, ZL T, Sequenom AR
L 72 SCBRASAR R RF O 74T (REFHER DT 5 &
%) ICHAI SN2 DTHL I ENDDH, 540 FiFlc
X500 OfEBELsH B & L7z,

%3, 20134E 12 H, Sequenom # i A Pe 2 ARk
& LT CAFC N LT 5,

6. EhJIC

Myriad 3 fF 5% & #0H ge % 520 TARAE 3 A
USPTO 2"HARBAIE 2 &L 7 L — A IZD W T OHE
WA TV ARRKREL, TTEEDHTA YV Ao 72
FBEPITONTVD, L2L, ZOHALF Y ATHL
TIEBRE D 5% L OB FELN TS, H
AIFBERLARE6 HIC, 45 AOKIERLEL
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EERTLEDOTA Y % USPTO IHELTW 5,
USPTO &, TN o022 THA ¥ v ADUE
EBLTVD L) THAHD, BT TREDOHNER
BRZH S 2 Thve o T, ARICBWTIE, #A
7 ADOWNEIZIEMIN R WA, FIA Myriad i
ERHREZ I LD LT A BEOREFH 2RI L L
THEREINTWEEDTHEI NS, A RTA ¥
DIFIR, EBI121E, N F - 54 T ALV A5 HO
FEWNCARD 7 L — 2MER R FAR IS 2 #812179 kL
T, Myriad FEREFRATZIE U O &5 258K P
DWTHEL THEL 23O TEEEEbN 5,

p=3

(1) Mayo Collaborative Services, v. Prometheus Laboratories,
Inc, 566 US.__. 132 SCt. 1289 (2012) 7&d, ARHHIIOW
TiE, AFI[2%7 > M 12013 45 5 A58 [Prometheus %
R ER SR DL 202 ] (Vol66, No.7, pp29-46) %%
HBoZ L,

(2) Association for Medical Pathology v. Myriad Genetics, Inc.,
569 U.S.__. 133 S.Ct.2107 (2013)

(3) Association for Molecular Pathology v. USPTO, 689 F.3d
1303 (Fed. Cir., 2012)

(4) Association for Molecular Pathology v. USPTO, 702 F.
Supp.2d 181 (NYSD Fed., 2010)

(5) Diamond v. Chakrabarty, 447 U.S. 303 (1980)

(6) Funk Brothers Seed Co. v. Kalo Inoculant Co., 333 U.S. 127
(1948)

(7)2014 Procedure For Subject Matter Eligibility Analysis Of
Claims Reciting Or Involving Laws Of Nature, Natural
Phenomena, And/Or Natural Products. K47 A ¥ » A%,
USPTO @ web XR—Y THRBLIENTE B,

@)VAFHARITB VT Myriad FEHAERL 227 L — 21,
5709999 F5iFD 7 L — 4 6, 5747282 §§iFD 2 L — 26, 16
KON 17, 5753441 FraF o 7 L— 24 7, 8, 12, 23 L UF 26,
5337492 J§aF D 7 L — A4 29 J U 30, 6,033857 fFiFD s L —
24, 5654155 FFRFD 7 L— 4 2 U 4, 57050400 FFiF0 7
L—A 2587 6051379 #fFD 7 L — & 32 LU 33,
6,951,721 J§iF D 7 L — A 5, AT, 7,250497 FEiFD 7 L —
L 37528, 11, 14 K 17)9E 19 TH 5,

(9) Memorandum decision and order denying plaintiffs’ mo-
tion for preliminary injunction. (Case No. 2:13-CV-00640-
RJS) (MDL Case No. 2:14-MD-2510)

(10) Ariosa Diagnostics, Inc. v. Sequenom, Inc., US. Dist.
LEXIS 156554 (N.D. Cal, 2013)

(11) Parker v. Flook, 437 U.S. 583 (1978)
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N7 Ly b [#E+tInfol] DTERN

AR
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