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HOSVD (Higher Order Singular Value Decomposition)
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1) Tensor decomposition- and principal component analysis-based unsupervised feature extraction to I
select more reasonable differentially expressed genes: Optimization of standard deviation versus
state-of -art methods, Y-h. Taguchi, Turki Turki

bioRxiv 2022.02.18.481115; doi: https://do1.org/10.1101/2022.02.18.481115

2) Principal component analysis- and tensor decomposition-based unsupervised feature extraction to

(A) KEGG (B) GO BP (C) Human gene atlas
PCA vs DESeq2 vs edgeR vs NOISeq vs voom

select more reasonable differentially methylated cytosines: Optimization of standard deviation versus
state-of -the-art methods, Y-H. Taguchi, Turki Turki
bioRxiv 2022.04.02.486807; doi: https://do1.org/10.1101/2022.04.02.486807

3) Tensor decomposition and principal component analysis-based unsupervised feature extraction

outperforms state-of -the-art methods when applied to histone modification profiles

Sanjiban Sekhar Roy, Y-h. Taguchi

bioRxiv 2022.04.29.490081; doi: https://do1.org/10.1101/2022.04.29.490081
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