SiICR: V7N EINREBEAICHELIcV T TP TV Ir—>3>

B D BB ARD, S

FiE | 'RIRAFERBZF IO T VHREE D X — ‘KIRARFRERSHIEMARLR. P ARIRREWMEDHRHATA. * RIRARFEAENZ IR TS

10
i

SICR(H 1) TRV RIRMEDHT
DN REFERZITAE T, EVLWAHIICBEL- @

1279y bh771I

10 x Genomics®DCellrangerCER LT3 771l

1. Ao > k7T 71)L (... /outs/count/filtered feature _bc_matrix.h5)
2. TCR7” ./ 7T—>3>77aJ (... outs/vdj_t/filtered_contig_annotations.csv)
3. BCR7 ./ F7—>3>7 74 (../Jouts/vdj_b/filtered_contig_annotations.csv)

B FHRIEREMN L /N b7 8RR

T AIWETY TO—RTBEFTISIZY VS %5 EH SICRTIF. BRARY—ILEHAESOLEITRIBEOA T VI I LI EEZOBIITERZET, £9. JIL—TZ&
T/TW. UMAPRIZETLES, FHEHTTF/ T—> 3 ﬁl‘i%%ﬂéﬁ_&bk\ )L —7Z & DAlpha Diversity H L < IZShannon Diversity® 70w b ZRRTDENTEX T, % L
YHTWVWET, 7OY FOTAIRBLHAETSZCHNT C. Clonal Abundance*Gene Usage® 7Ow b ZRRI DT FEDIIN—TTenoO/ 2ATHITIVRANELT

T, K%ZPDFTRUYO—RIBHEATEEXT, GO WD ZHBZEDNTEFT, THIC. TIVANVERLE OIS, RIGS BMRZHET 5 &nt
enrichement’s ¥ FRBHBEIG 565 < REINE TE. EH5ICBCRICBWVWTIRREHHDIER D ETEET T
7.

1. Dimensional Plot 4. Alpha Diversity 5. Shannon Diversity

Alpha diversity Clonal abundance Clonotype expand Gene usage Antigen prediction Alpha diversity Clonal abundance Clonotype expand Gene usage Antigen prediction
UMAP Bar plot
coorb celltype Group by Group by
olor by
sample v 200 sample v
celltype v %
PlasmeB cells 200,
’ Color palette Color palette
Color palette
nejm ad nejm v
nejm v 150
Order of the Hill number (q) Order of the Hill number (q)
Size of points sample a 190 sample
- all (1-4) v B 1 (Shannon diversity) v g $ 1
Za N e . 2 = $ 2
| = i
K'_,/)IIIIIIIIIIIIIIIIIII|II|II|II| % 64 a 3 g .3
001 201 401 601 801 10 s Show SD B, Show SD = 4 oa
o)
Size of labels Show legend Show legend 180
0 20
a\ e Width Width
m\ _/‘I I |38 | I T I T I 2] | T | T I NOn'CIaSSICaI mc 2 0 2
0o 2 4 é 8 10 12 14 16 18 20 g 2 @ 20 504 190 @% 0
H"v‘")llllllllllllII"I"I”I W(T,.IIIIIIIIIIII(III'IIIIII
D ShOW legend 100 300 500 700 900 1,300 1,700 2,000 100 300 500 700 900 1,300 1,700 2,000 1704
Width -10 1 b Height Height
10 EB 2,000 100 @ 2,000 100 E9 2,000
o~ b T T o S N Q o N > N QU > >
m‘(./l[llllIII!|II|II|II|!I| 10 0 UMAP 1 10 H1/A/IIIIIII|II|II||I|II|II| q H‘v")llllllllllllllllllII”'
100 300 500 700 900 1,300 1,700 2,000 — 100 300 500 700 900 1,300 1,700 2,000 100 300 500 700 900 1,300 1,700 2,000
& Download data (.csv) & Download plot (.pdf) & Download data (.csv) | & Download plot (.pdf)
Height & Download UMAP coordinates (.csv) & Download plot (.pdf)
100 @R 2,000
/A\)
ﬁ\r/»[xl|||||1||||||||||u|
100 300 500 700 900 1,300 1,700 2,000
. / Z OD AJ . N A 1 1 . N
UMAP Bar plot Upload Gene Expression TCR BCR
5 Alpha diversity Clonal abundance Clonotype expand Gene usage Antigen prediction
X 204
Alpha diversity Clonal abundance Clonotype expand Gene usage Antigen prediction Use cell count or percent?
sample v
P O count
Color b Group by @ percent
olor by
754
sample v Cain
celltype v celltype h
B cos+ NKT-ike cells 6% TRB v
color palette - Immature B cells CO|°r palette
- Memory CD4+ T cells neim v sample
Dark2 v € - Memory CD8+ T cells ) Gene s . }:
S 50 B naive B cels e . § —
3 _ Naive CD4+ T cells C] Show SD LAPne ,g . 3
Vertical or horizontal B naturai iter celis @ . sample B
© vertical - Non-classical monocytes Show legend § ’ : ; Group by
. . Plasma B cells g
O horizontal B Pre-scens Width 2 0 sample v
— 4
Show legend 251 100 @ 2,000
L wa o RS & LR Color palette
Width 100 300 500 700 900 1,300 1,700 2,000 55
nejm v
100 B 2,000
H‘ _j/\)l I L I Ll I T I T I T I T IIII Helght
100 300 500 700 900 1,300 1,700 2,000 40 @ 2000 Vertical or horizontal
. N a2 > > ﬁ\«/w"|"|"|"|'*|'-|”| @ vertical AR S R
Height sample 100 300 500 700 900 1,300 1,700 2,000 SRSl L & & &L
([ I 500 2,000 o] O horizonta 3 grie
= & Download data (.csv) & Download plot (.pdf)
ﬁ\‘/}l [T T T[T Ty 10° 10! 102 10° 10° Show legend .‘l‘, Download data (.CSV) .4‘, Download plOt (pdf)
100 300 500 700 900 1,300 1,700 2,000 Rank
N N Width
& Download data (.csv) & Download plot (.pdf) TS 500 5500
-\
ﬁ\\r//llllllllllllllllllI'III
100_300_500_700_900 1.300 1.700 _2.000

3. GO enrichement 8. Antigen Prediction 9. Phylogenetic tree

SiCR: Web Application for Single Cell Repertoire Analysis Upload  Gene Expression ~ TCR ~ BCR  Inquiry
Group
lymphocyte differentiation ' . Upload  Gene Expression ~TCR ~ BCR Inquiry
v X Alpha diversity Clonal abundance Clonotype expand Gene usage Antigen prediction Phylogenetic tree
seurat_clusters regulation of T cell | ’ . _ A . _
activation Alpha diversity Clonal abundance Clonotype expand Gene usage Antigen prediction Phylogenetic tree clonotype4
mononuclear cell ’ ® GeneRatio T Eliones Eipergs  Edfma g Clone
1 . s Clonotype id
Define markers for () differentiation @ oo donotypess? . clonotype697 CTRSLDYW - - 1A nephropathy clonotype4 CTTAACTGTACAGACG-1_contig_2
T cell receptor signaling | ' ° . 0.09
1 b athwa & Download data (.csv)
p y . 012 Draw tree
s Width ;
alpha-beta T cell activation 1 . ] 10:) o - AGTAGTCCAGCTECAC:1_contg..2
compared with immune response-activatin adjust '
P "pn: tg_ . . 2 D e e e e e e A A
cell surface receptor 66-05 100 300 500 700 900 1,100 1,300 1,500 1,700 1,900 2,000
everything v it ATCCACCCATGGTTGT-1_contig_2
cell surface receptor- @® © 4e:05 eig
signaling pathway 100 [500) 2000
: immune response-activating | 205 L e o N I T I o o e o o e e st A _
Threads Fold (default.0.25) signaling pathway ’ . o %0 0 b w00 w0 a0 a0 10 1em 200 CAGCTGGGTGTGCCTG-1_contig 2
@ 5 immune response-regulating | . .
N it
ﬁ \’ Slgna"ng pathway Upload Gene Expression TCR BCR Inquiry )
\_//lllllllllIIII]IlIIlIII)llIIl Germline
0 05 1 15 2 25 3 35 4 45 5 activation of immune response . .
+ + Alpha diversity Clonal abundance Clonotype expand Gene usage Antigen prediction 001
. u down : - = = e
Tests for use (default:bimod) P ) raw_clonotype_id  cdrd y _gene
(31 7) (521 ) Clonotype id
Cluster clonotype3 CASSLSSYEQYF  KLGGALQAK IE1 cMV
. lonotype3 i
bimod v i
clonotype3 & Download data (.csv) & Download plot (,pdf)
clonotype30
Min.pct (default:0.1) RS
clonotype63
0 @ 1 clonotype73
\\‘ clonotype110
m,x"ll!\IIIIIII][IIIIIII!IIII' clonotype118
0 0102 03 04 05 06 07 08 09 1 slonohunolls
o9 CEE
Run R




