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Darwin Core (DwC) is a standard for 
biodiversity data



dwctaxon helps edit and validate DwC
taxonomic data
• Use cases
• Taxonomic database management
• Taxon checklists
• Name standardization

Example: Vascular Plants of Canada
http://data.canadensys.net/ipt/resource.do?r=vascan

http://data.canadensys.net/ipt/resource.do?r=vascan


Edi;ng taxonomic data is complicated!

Old version
• Accepted species 1: Cephalomanes crassum

• Synonym: Trichomanes crassum
• Accepted species 2: Cephalomanes densinervium

• Synonym: Trichomanes densinervium

New version (C. crassum → synonym of C. densinervium)
• Accepted species: Cephalomanes densinervium

• Synonym 1: Cephalomanes crassum
• Synonym 2: Trichomanes crassum
• Synonym 3: Trichomanes densinervium

Need to account for all synonyms!



dct_change_status() handles 
synonym mapping automatically



Taxonomic data can be full of errors!

• Non-unique names
• Mistaken ranks
• Incorrect synonym mapping
• Etc…

h"ps://media.npr.org/assets/img/2018/10/17/ge"yimages-
528623386_slide-564362f49c9eec2b225c747098405186a740c536-s600-
c85.webp



dct_validate() finds problems in 
taxonomic data



Please give dwctaxon a try!
• h?ps://github.com/ropensci/dwctaxon

Thank you!

https://github.com/ropensci/dwctaxon

