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Canadensys

explorer - QI JeEIteIg"A tools vascan

Database of Vascular Plants of Canada (VASCAN)
Latest version published by Université de Montréal Biodiversity Centre on Apr 18, 2023

The Database of Vascular Plants of Canada or VASCAN (http://data.canadensys.net
/vascan) is a comprehensive and curated checklist of all vascular plants reported in
Canada, Greenland (Denmark), and Saint Pierre and Miquelon (France). VASCAN was
developed at the Université de Montréal Biodiversity Centre and is maintained by a
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dwctaxon THEHT L 72151 :

https://docs.ropensci.org/dwctaxon/articles/real-data.html
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http://data.canadensys.net/ipt/resource.do?r=vascan
https://docs.ropensci.org/dwctaxon/articles/real-data.html
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GO VA S 1%
* Accepted species 1: Cephalomanes crassum
* Synonym: Trichomanes crassum

* Accepted species 2: Cephalomanes densinervium
* Synonym: Trichomanes densinervium

FLLwN—T 3> (C crassum > C. densinervium®D < / — LIZZEZ 5)

* Accepted species: Cephalomanes densinervium
* Synonym 1: Cephalomanes crassum
* Synonym 2: Trichomanes crassum
* Synonym 3: Trichomanes densinervium
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# Original data: two accepted names, each with a synonym
filmies

# A tibble: 4 x 5
taxonID acceptedNameUsageID taxonomicStatus taxonRank scientificName

<chr> <chr> <chr> <chr> <chr>
1 54133783 54115097 synonym species Trichomanes crassum
Co..
2 54115097 <NA> accepted species Cephalomanes crassum
(we
3 54133784 54115098 synonym species Trichomanes
densinervi..
4 54115098 <NA> accepted species Cephalomanes

densinerv..
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# Change C. crassum to synonym of C. densinervium

filmies |>

dct_modify_row(

scientificName = "Cephalomanes densinervium (Copel.) Copel.",
taxonomicStatus = "synonym",

acceptedNameUsage = "Cephalomanes crassum (Copel.) M. G. Price",
stamp_modified = FALSE

)
# A tibble: 4 x 4

taxonID acceptedNameUsageID taxonomicStatus scientificName

<chr> <chr>
54133783 54115097
54115097 <NA>

54133784 54115097
54115098 54115097

<chr>
synonym
accepted

synonym
synonym

<chr>
Trichomanes crassum Copel.
Cephalomanes crassum (Copel.)

Trichomanes densinervium Copel.
Cephalomanes densinervium



ST — R -

« TEZDEE
e > /) Z LDEIEL
o« AXRJLD = X

eI E

— 7l TD T EN DD

z ‘s

ER#

https://media.npr.org/assets/img/2018/10/17/gettyimages-
528623386_slide-564362f49c9eec2b225¢747098405186a740c536-s600-
c85.webp
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# Try to add a name that already exists

filmies |>
dct_add_row(scientificName = "Trichomanes crassum Copel.") |>
dct_validate()

Error: check_sci_name failed
scientificName detected with duplicated value
Bad scientificName: Trichomanes crassum Copel., Trichomanes crassum Copel.
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https://github.com/ropensci/dwctaxon
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Search for Reference

R dwctaxon zo2s00

dwctaxon
FEEEA

The goal of dwctaxon is to facilitate working with Darwin Core Taxon data in R. dwctaxon

Statement of need

dwctaxon facilitates editing and validating Darwin Core Taxon data. There are various reasons one
might want to do this. Here is a non-exhaustive list of use-cases for dwctaxon:

* To maintain an existing taxonomic database.

* To prepare a taxonomic database as a reference for taxonomic name resolution, for example
with the taxastand or U.Taxonstand R packages.

¢ To curate taxonomic data as part of a Darwin Core Archive.

In theory, dwctaxon could be used to create taxonomic databases from scratch, but it is more likely
to be useful for updating and validating existing databases (R in general is more suited to data
wrangling and analysis as opposed to data entry).

Resources

For detailed usage examples, see the vignettes:

¢ What is DwC?

* Editing DwC taxon data

* Validating DwC taxon data
* Real World Example

For more information about dwctaxon, in particular for using it to maintain a reference database for
taxonomic name resolution, see taxastand and dwctaxon: A pair of R packages for standardizing
species names in Darwin Core format (BioDigiCon 2022 talk).
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Links
View on CRAN
Browse source code

Report a bug

License
Full license

MIT + file LICENSE

Community
Contributing guide

Citation

Citing dwctaxon

Developers
Joel H. Nitta

Author, maintainer, copyright

holder

More about authors...

Software Peer-Review
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