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LM-GlycomeAtlas is a freely available online tool for effective .{‘Zi";‘r | LW-GlycomeAtlas)

visualization of “tissue glycome mapping” data [1,2] obtained by Lec“n p, AN Clggone
laser microdissection (LMD)-assisted lectin microarray (LMA) [3,4].

Users can access to multiple data sets of glycomic profiles with -- ‘ 'é) @iEEl@
high-resolution histological images, which included staining 3

images with multiple lectins on the array. Current ver. 2.1 includes Lectin hlstochemlslry Image ! EE
523 glycomic profiling data and 42 histological images obtained i I |
from 14 tissues of normal and diseased mice [5,6]. |
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LMA data and associated metadata can be A I. awwr2

downloaded and used for offline analysis.
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Users can easily check the areas LMA data of a selected region Multiple high-resolution images

used for collection of tissue are shown individually for each of interest can be simultaneous

fragments for LMA analysis. sample or as averaged values. displayed, allowing comparison
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» According to develop the repository, LM-
GlycomeAtlas will also be updated to
effectively visualize deposited data.




